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CI { If): I >u Sksfv (837 bases ) +++++>u 837> 



1 21 41 

ATG GAA CAT CTG TGG TTC TTC CTT CTC CTG GTG GCA GCT CCC AGA 
1: met glu his leu trp phe phe leu leu leu val ala ala pro arg 

61 81 
TGG GTC CTG TCC CAG GTG CAA CTG CAG CAG TCA GGG GCT GAG CTG 
1: trp val leu ser gin val gin leu gin gin ser gly ala glu leu 

101 121 
GCA AGA CCT GGG GCT TCA GTG AAG TTG TCC TGC AAG GCT TCT GGC 
1: ala arg pro gly ala ser val lys leu ser cys lys ala ser gly 

141 - 161 

TAC ACC TTT ACT AGT CAC TGG ATG CAG TGG GTG AGA CAG AGG CCT 
1: tyr thr phe thr ser his trp met gin trp val arg gin arg pro 

181 201 221 

GGA CAG GGT CTG GAA TGG ATT GGG ACT ATT TAT CCT GGA GAT GGT 
1: gly gin gly leu glu trp ile gly thr ile tyr pro gly asp gly 

241 261 

tl GAT ACT AGG TAC ACT CAG AAT TTC AAG GGC AAG GCC ACA TTG ACT 
: asp thr arg tyr thr gin asn phe lys gly lys ala thr leu thr 

281 301 
GCA GAT AAG TCC TCC ACC ACA GCC TAC TTA CAC CTC AGC AGC TTG 
ala asp lys ser ser thr thr ala tyr leu his leu ser ser leu 



1: 



1: 



1: 



321 341 
TCA TCT GAA GAC TCT GCG GTC TAT TAT TGT GCA AGA GAT GAG ATT 
ser ser glu asp ser ala val tyr tyr cys ala arg asp glu ile 

361 381 401 

ACT ACG GTT GTA CCC CGG GGG TTT GCT TAC TGG GGC CAA GGG ACC 
thr thr val val pro arg gly phe ala tyr trp gly gin gly thr 

421 441 
TCG GTC ACC GTC TCC TCA GGT GGC GGT GGC TCG GGC GGT GGT GGC 
ser val thr val ser ser gly gly gly gly ser gly gly gly gly 

461 481 
TCG GGT GGC GGC GGA TCT GAG CTC GTG CTC ACC CAA ACC CCA ACC 
ser gly gly gly gly ser glu leu val leu thr gin thr pro thr 

501 521 
TCC CTG GCT NCC TCT CTG GGA GAC AGA GTC ACC ATC AGT TGC AGG 
ser leu ala ser leu gly asp arg val thr ile ser cys arg 



1: 



541 561 
GCA AGT CAG GAC ATT AGC AGT TAT 
ala ser gin asp ile ser ser tyr 



581 

TTA AAC TGG TAT CAG CAG AAA 
leu asn trp tyr gin gin lys 



601 621 
CCA GAT GGA ACT ATT AAA CTC CTG ATC TAC TAC ACA TCA AGA TTA 



FIGURE 2A 
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1: Pro asp gly chr Ue lyg leu leu Ue tyr tyr ^ ^ ^ 

641 cat 

TAT TCA GGA GTC CCA CCA AGG TTP APT rrr Z%L „„„ 

1 : tyr ser gly val oro nrn 111 ?5 GC AGT GGG GCT GGA ACA 

a-y vai pro pro arg phe ser gly ser gly ala gly thr 

1: asp tyj h lIS thr iTS J? ^ ?™V CAA GA * GAT TTT GCC 
P cy. se_ leu thr Ue ser asn leu glu gin glu asp phe ala 

721 

i : S SS E S & 35 S i£ 52 s P c i 5S S gf ® 

x. s s s & is s§ s $ « s ss sa gs & 



1: 



821 

GTA AGC GAA AAG GAC GAG CTG TAA TAA 
val ser glu lys asp glu leu *** * 
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CI ( If): I >u 1>+++++ mhc8sfv {837 bases ) + + + + + >u 837 > 1 

1 21 41 

ATG GAA CAT CTG TGG TTC TTC CTT CTC CTG GTG GCA GCT CCC AGA 
1: met glu his leu trp phe phe leu leu leu val aia ala pro arg 

61 81 
TGG GTC CTG TCC CAG GTG CAA CTG CAG CAG TCT GGG GCT GAG CTG 

1: trp val leu ser gin val gin leu gin gin ser gly ala glu leu 

101 121 
ACA AGA CCT GGG GCT TCA GTG AAG TTG TCC TGC AAG GCT TCT GGC 
1: thr arg pro gly ala ser val lys leu ser cys lys ala ser gly 

141 • 161 

TAC ACC TTT ACT AGT CAC TGG ATG CAG TGG GTG AGA CAG-AGG CCT 
1: tyr thr phe thr ser his trp met gin trp val arg gin arg pro 

181 201 221 

GGA CAG GGT CTG GAA TGG ATT GGG ACT ATT TAT CCT GGA GAT GGT 
1: gly gin gly leu glu trp ile gly thr ile tyr pro gly asp gly 

241 261 
tfGAT ACT AGG TAC ACT CAG AAT TTC AAG GGC AAG GCC ACA TTG ACT 
Id asp thr arg tyr thr gin asn phe lys gly lys ala thr leu thr 



i: 5S 



281 301 

f!J GCA GAT AAG TCC TCC ACC ACA GCC TAC TTA CAC CTC AGC AGC TTG 

IfcJjala asp lys ser ser thr thr ala tyr leu his leu ser ser leu 

pi 321 341 

"-TCA TCT GAA GAC TCT GCG GTC TAT TAT TGT GCA AGA GAT GAG ATT 

If-ser ser glu asp ser ala val tyr tyr cys ala arg asp glu ile 



U3 61 381 401 

UACT ACG GTT GTA CCC CGG GGG TTT GCT TAC TGG GGC CAA GGG ACC 

1 if^thr thr val val pro arg gly phe ala tyr trp gly gin gly thr 

y 421 441 

W ^TTG GTC ACC GTC TCC TCA GGT GGC GGT GGC TCG GGC GGT GGT GGG 

1: leu val thr val ser ser gly gly gly gly ser gly gly gly gly 

461 481 

TCG GGT GGC GGC GGA TCT GAG CTC GTG CTC ACC CAG TCT CCA TCC 

1: ser gly gly gly gly ser glu leu val leu thr gin ser pro ser 

501 521 

AGT CTG TCT GCA TCC CTT GGA GAC ACA ATT ACC ATC ACT TGC CAT 

1: ser leu ser ala ser leu gly asp thr ile thr ile thr cys his 

541 561 581 

GCC AGT CAG AAC ATT AAT GTT TGG TTA AGT TGG TAC CAG CAG AAA 

1: ala ser gin asn ile asn val trp leu ser trp tyr gin gin lys 

601 621 
CCA GGA AAT ATT CCT CAA CTA TTG ATC TAT "AAG GCT TCC AAC TTG 



FIGURE 2B 
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: pro gly asn ile pro gin leu leu ile tyr lys ala ser asn leu 

641 661 
CAC ACA GGC GTC CCA TCA AGG TTT AGT GGC CGT GGA TCT GGA ACA 
: his thr gly val pro ser arg phe ser gly arg gly ser gly thr 

681 701 
GGT TTC ACA TTA ACC ATC AGC AGC CTG CAG CCT GAA GAC ATT GGC 
: gly phe thr leu thr ile ser ser leu gin pro glu asp ile gly 

7 21 741 761 

ACT TAC TAC TGT CAA CAG GGT CAA AGT TAT CCT CTG ACG TTC GGT 
: thr tyr tyr cys gin gin gly gin ser tyr pro leu thr phe gly 

781 801 
GGA GGC ACC AAG CTG GAA ATC AAA CGG GCT GAT GCT GCA CCA ACT 
: gly gly thr lys leu glu ile lys arg ala asp ala ala pro thr 

821 

GTA AGC GAA AAG GAC GAG CTG TAA TAA 
: val ser glu lys asp glu leu *** **" 




FIGURE 3 
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FIGURE 7 



